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Genetic variability and heritability studies in advanced breeding
lines of mungbean
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SUMMARY

A study conducted with 35 mungbean [Vigna radiata (L.) Wilezek] genotypes to estimate for genetic variability, heritability and
genetic advance for 19 quantitative characters over two seasons. Significant variations among the genotypes were observed for all
the characters. The estimated values of PCV were higher than GCV for all the characters studied. During 2011 highest estimated
heritability (broad sense) value was obtained for plant height followed by nodule volume pod per plant, nodule dry weight, pod
length, straw protein %, primary branches and yield per plot whereas for 2012, nodule volume followed by straw protein, nitrogen
fixation per plant, number of nodule, pod length, seed protein and nodule dry weight had highest estimates of heritability. While
estimates for heritability wais lowest for maturity and plant yield in both the season. The highest genetic advance was obtained for
yield per plot followed by number of nodulesin both the season, whereas nodul e dry weight showed |owest genetic advance followed
by nitrogen fixation in both the season. High heritability (broad) along with high genetic advancein per cent of mean was observed
for yield per plot, plant height and nodule number, suggesting the preponderance of additive gene effect and selection may be
effective for these characters.
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